Antigen-specific immunotherapy of autoimmune disease currently remains the only potentially curative approach. However, translation of promising pre-clinical results into successful clinical application has proven challenging. In part, this is because pre-clinical findings in mouse models have to be redesigned for human application due to differences in MHC II. To reduce the gap between pre-clinical and clinical studies, we have created a novel mouse model that expresses human HLA-DR4, but no endogenous MHC on antigen-presenting cells. Moreover, human B7.1 (CD80) is expressed in the pancreatic islets under the control of the rat insulin promoter. Although this model does not develop diabetes spontaneously, it is susceptible to the induction of type 1 diabetes by challenging mice with overlapping peptides derived from murine proinsulin-2 in adjuvant. Unlike the NOD model of spontaneous type 1 diabetes, but akin to the human condition, this model does not have a gender bias. Furthermore, similar to the human condition, the disease is characterised by a diverse leucocyte infiltration of the pancreatic islets and the formation of anti-proinsulin auto-antibodies. The model that we report here offers detailed insights into type-1 diabetes and is expected to prove instrumental when studying the mechanism of action in translational, antigen-specific immunotherapy.
. These animals demonstrate spontaneous diabetes, albeit only at a very advanced age (mean onset of 37 weeks 3 ) and with limited penetrance. Concurrently, in our hands, a similar DR4xRIP-B7.1 model did not show any spontaneous disease before the age of 30 weeks. Such low rates of spontaneous disease make it difficult to test therapeutic strategies because of the large numbers needed to reach adequate statistical power, the length of the experiments and the inability to synchronise disease onset.
In an attempt to address these challenges, we have refined these models using an in vivo, adjuvanted antigen priming approach that exploits proinsulin as a major autoantigen in the early stages of type 1 diabetes in both humans and mice 4, 5 . Mice (C57BL/6 background) expressing a chimaeric MHC containing the human HLA-DR4 peptide-binding region, but deficient in endogenous MHC II, were crossed with mice expressing human B7.1 (CD80) under the control of the proinsulin-2 promoter. We demonstrate here that challenging DR4xRIP-B7. mice with overlapping peptides derived from murine proinsulin-2 in adjuvant induces type 1 diabetes in the majority of animals within 20 weeks post-prime and that this disease reflects the human condition. Autoantibody ELISA. Proinsulin-2 peptides were coated onto Maxisorp plates (Nunc, Roskilde, Denmark)
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in ELISA coating buffer (eBioscience). Diluted sera (in PBS 5% BSA, Sigma) were incubated for 2 hours at room temperature prior to detection with biotin-anti-mouse IgG, Streptavidin-HRP and TMB solution (all from eBioscience) and read at 450 nm.
Cytokine detection. Splenocytes from DR4xRIP-B7.1 mice challenged with proinsulin-2 peptides in CFA, as above, were restimulated in vitro at 1.5 × 10 6 cells per well in duplicates in round-bottom 96-well plates for 48 hours. Cytokine levels in the cell culture supernatant was determined using a custom Legendplex assay (Biolegend, London, UK) as per the manufacturer's instructions and analysed on a BD FACScanto II cytometer.
Results
To promote disease development in HLA-DR4-transgenic mice, animals aged 6-10 weeks were challenged with 30-mer, overlapping peptides that together span the length of murine proinsulin-2 ( Fig. 1a) , in adjuvant, subcutaneously. Proinsulin-2 rather than proinsulin-1 was chosen due to its greater similarity in sequence and expression pattern to human proinsulin. Although young DR4xRIP-B7.1 mice (6-10 weeks of age), males in particular, exhibit elevated blood glucose levels without manipulation as a result of the RIP-B7.1 transgene, this did not continue into later life (Fig. 1b) . To ensure that the transient hyperglycaemia detected occasionally in this model was not mistaken for diabetes, the disease in this model was defined by the very strict criteria of glycosuria in addition to blood glucose levels of >16.7 mmol/L, a diagnosis from which we have not found mice to be able to recover. Judged by these criteria, DR4xRIP-B7.1 mice did not exhibit spontaneous onset of diabetes during follow-up to age 30 weeks (n = 17, 9 ♀, 8 ♂), nor was there any sign of anything but a very low level insulitis even at this advanced age. An adjuvanted approach was therefore required. Because of the reported inhibitory effect of complete Freund's adjuvant (CFA) on diabetes development, and the potential role of mycobacteria in this process 6, 7 , mice were given the immunising peptides in either CFA or TiterMax Gold adjuvant (which contains no mycobacteria). HLA-DR4-transgenic mice that did not co-express RIP-B7.1 did not develop type 1 diabetes with these methods, as also found previously when challenging mice with human proinsulin in adjuvant 8 . As demonstrated in Fig. 1c , either a single challenge with 100 μg of an equal mixture of the four priming peptides in CFA (with Pertussis toxin given i.p. on days 0 and 2), or two challenges in TiterMax (days 0 and 35), were sufficient to induce type 1 diabetes in a high proportion of animals (approximately 70% and 50%, respectively). Importantly, there was no disease-associated gender bias, with comparable rates of onset in males and females (Fig. 1d) . Although the presence of CFA by no means limited disease development, the co-administration of Pertussis toxin led to a temporary reduction in mean blood glucose levels in the first few weeks post-challenge with antigen in adjuvant (days 7-21; Fig. 1e ), most likely due to its effect on insulin production 9 . Moreover, the disease induced was clearly mediated by the proinsulin-2 derived peptides and did not result merely from a priming effect of the adjuvant and/or pertussis toxin, as mice treated with the 377-amino acid c-terminal region of human Islet cell Antigen-2 (IA-2) in CFA s.c. and Pertussis toxin i.p. remained diabetes-free throughout the 20-week experiment (Fig. 1c) . Finally, we examined which of the four proinsulin-2 derived peptides represented the most diabetogenic region on this HLA-DR4-transgenic background. For this, mice were challenged with 100 μg of each individual peptide in either CFA (with Pertussis toxin administered i.p. on days 0 and 2) or in TiterMax Gold adjuvant (2 doses on day 0 and 14). For both adjuvants, the C25-A21 peptide was the only peptide able to induce diabetes alone (Fig. 1f) , albeit less efficiently than when all four peptides were combined.
In addition to obtaining a diabetic phenotype in this model, we examined its immunological features. Diabetic mice demonstrated a high level of pancreatic islet infiltration (Fig. 2a) . Infiltrating cells importantly include CD4 + and CD8
+ T cells but also B lymphocytes and a plethora of myeloid cells. This diverse infiltrate is reminiscent of that seen in the human condition 10 . Moreover, we detected IgG autoantibodies against the priming peptides in the majority of mice from approximately 3 weeks post prime with antigen in adjuvant (Fig. 2b) , although seropositivity was not a predictor of disease development. The antibodies generated may thus not play a role in the pathogenesis observed but rather develop purely as a result of the priming response, although this requires further investigation. We were unsuccessful in generating recombinant murine proinsulin-2 to determine reactivity of the antibodies with whole protein, but did establish that they did not recognise human proinsulin (not shown). Finally, the cytokine profile of splenocytes restimulated in vitro at 2-week intervals from day 7 post challenge with proinsulin-2 peptides in CFA was examined in order to get an insight into the mechanism of disease development. As demonstrated in Fig. 2c , the immune response to the proinsulin-2 peptides escalated from a mild Th1/ Th17 response 1 week post prime to an abundant production of IFN-γ, IL-6 and TNF-α in particular by week 7, the time of earliest diabetes onset. This corroborates the importance of not only T cells, but also myeloid cells in the pathology. 
Discussion
The novel, inducible model we describe here may expedite translation of antigen-based therapies and may prove particularly useful in settings in which there is a requirement to accommodate HLA restriction. This allows for the use of human antigen and potentially human cells to be administered. Moreover, there is no gender bias, unlike the NOD model and spontaneous diabetes in other DR4xRIP-B7.1 models 3 , but akin to the human disease. Because disease is initiated by a known and relevant antigen, proinsulin, this facilitates easier analysis of antigen-specific tolerance induction than in models of spontaneous diabetes, where disease may be mediated by a plethora of antigens. However, one should keep in mind that even though the disease is initiated by a single antigen, this does not necessarily imply that epitope spreading to other islet antigens does not occur.
Although our model expresses a transgenic, human MHC II, it does not have a fully human immune cell repertoire, unlike for example a recently published model using human haematopoietic stem cell-engrafted NSG-HLA-DQ8 transgenic mice 11 . The downside of the latter model is that it does not develop diabetes. This issue was more recently overcome by Tan et al. 12 , by creating a HLA-DQ8-transgenic immunodeficient model and transferring in TCR-transgenic, human T cells specific for InsB:9-23 peptide. Still, disease in this model depends on further immunisation with InsB:9-23 in adjuvant and the use of streptozotocin. Although disease in this model is completely mediated by cells of human origin, its use for developing immunotherapy is limited as disease can only be mediated by one epitope and is highly skewed towards the function of one population of TCR-transgenic T cells. Therefore, although our model does not contain cells of human origin, the diversity of the immune response that mediates disease and potentially tolerance may arguably be more representative of what occurs in a typical clinical setting. Both approaches may offer insights that could complement each other in order to optimise ASI.
By inducing disease with each of the four overlapping proinsulin-2 peptides individually, we could demonstrate that the latter end, C25-A21, contained the immunodominant region for diabetes induction in our model. Although care should be taken when comparing spontaneous and induced disease, it would seem that disease in individuals expressing HLA-DR4 is distinct from that in individuals expressing HLA-DQ8 (or the similar I-A g7 in mice), where the B9-23 region was previously found to be the dominant diabetogenic peptide 13 . In our model, neither the presence of the HLA-DR4 transgene nor the use of CFA prohibited the development of diabetes, despite their disease-inhibiting effects in other settings 1, 2, 6, 7 . In fact, CFA induced disease with greater efficacy than TiterMax Gold adjuvant, although the latter may be preferable in some cases as it does not have the predominant adverse effect of the former, i.e. skin lesions at the site of injection.
All together, we suggest that this new model could be instrumental in the future development of novel immunotherapy strategies, be they tolerance induction through the administration of antigen, either alone or combined with carrier vehicles or other immune regulatory agents, or immune cells. The ability to reliably and thoroughly study new treatments in a relevant in vivo model should lead to greater safety and efficacy of clinically applied immunotherapy.
